AMENDMENT TO THE CLAIMS ; 

This listing of Claims will replace all prior versions of Claims in the 

application. 
Listing of Claims : 

1. (Original) A chimeric gene comprising a first nucleotide sequence comprising a 5' 
regulatory region operably linked to a nucleic acid sequence which encodes a regulator 
polypeptide and an untranslated 3' termination sequence, and a second nucleotide sequence 
comprising a 5' regulatory region operably linked to a nucleic acid sequence which is a 
coding or non-coding sequence, the expression of said nucleic acid sequence of said second 
nucleotide sequence being controlled by said regulator polypeptide of said first nucleotide 
sequence using an inducer, said inducer thereby causing modulation of expression of said 
nucleic acid sequence of said second nucleotide sequence, and said nucleotide sequence of 
said regulator polypeptide and/or said 5' regulatory region or parts thereof of said second 
nucleotide sequence being isolated fi"om a prokaryote source. 

2. (Original) A chimeric gene according to Claim 1, wherein one or more of said 5' 
regulatory regulatory regions each comprises a promoter which allows expression in 
eukaryote cells and/or tissues. 

3. (Original) A chimeric gene according to Claim 1 or 2, wherein the promoter of said 5' 
regulatory region operably linked to said nucleic acid encoding said regulator polypeptide is a 
constitutive, developmentally regulated, tissue-specific, cell-specific or cell 
compartment-specific promoter. 

4. (Original) A chimeric gene according to Claim 3, wherein said constitutive promoter is 
the CaMV 35S or CaMV 19S promoter. 

5. (Original) A chimeric gene according to Claim 3, wherein said tissue-specific promoter 
is the patatin promoter or the petE promoter. 

6. (Original) A chimeric gene according to Claim 3, wherein said cell compartment 
promoter is a chloroplast gene promoter or a mitochondrial gene promoter. 

7-37. (Canceled) 

38. (Original) A method of controlling eukaryotic gene expression comprising introducing 
into a eukaryotic cell with an inducible gene expression system, said inducible gene 
expression system comprising a first nucleotide sequence comprising a 5' regulatory region 
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operably linked to a nucleic acid sequence which encodes a regulator polypeptide and an 
untranslated 3' termination sequence, and a second nucleotide sequence comprising a 5' 
regulatory region operably linked to a nucleic acid sequence which is a coding or non-coding 
sequence, the expression of said nucleic acid sequence of said second nucleotide sequence 
being controlled by the regulator polypeptide of the first nucleotide sequence using an 
inducer, said inducer thereby causing modulation of expression of said nucleic acid sequence 
of said second nucleotide sequence, and said nucleotide sequence of said regulator 
polypeptide and/or said 5' regulatory region, or parts thereof, of said second nucleotide 
sequence being isolated from a prokaryote source. 

39. (Original) A method according to Claim 38, wherein said inducible gene expression 
system is a chemically inducible gene expression system. 

40. (Original) A method according to Claim 38 or 39, wherein said coding sequence is 
homologous or heterologous in origin with respect to the eukaryote being transformed. 

41. (Original) A method according to Claim 38 or 39, wherein expression of said nucleic 
acid sequence of said second nucleotide sequence, said second nucleotide sequence being a 
target gene, is increased or decreased, whether fi-om a basal or medial level respectively, or 
completely repressed or activated. 

42. (Original) A method according to Claims 38 or 39, wherein an increase in target gene 
expression levels is caused by the addition or presence of said inducer. 

43-58. (Canceled) 

59. (Original) Plant tissue transformed in accordance with the method of Claims 38. 
60-61. (Canceled) 
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